Supplementary Materials legends

Supplementary File S1: Physiochemical characteristics of aminotransferase genes in the A, G. hirsutum

GhAt subgenome; B, G. hirsutum GhDt subgenome; C, G. arboreum; D, G. raimondii.

Supplementary Figure S1: Phylogenetics, and gene structure of the aminotransferase genes in cotton
species (A), the G. hirsutum GhAt subgenome (B), the G. hirsutum GhDt subgenome (C), G. arboreum and
(D), G. raimondii. The phylogenetic tree was created with MEGA 7 via the neighbor—joining method and
1000 bootstrap replicates. The exon-intron structures of the aminotransferase genes reflect their

evolutionary relationships, with yellow circles representing exons and gray lines indicating introns.

Supplementary File S2: List of metabolites in aminotransferase genes and their enrichment expression

after drought stress

Supplementary File S3: List of proteins of G. hirsutum, G. arboreum, G. raimondii, A. thaliana and T. cacao.

Supplementary File S4: List of genes and primers (forward and reverse) for RT-qPCR analysis



